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Primates genome evolution is studied at different level of resolution. At chromosomes level are analyzed by various staining

methods, or through the molecular cytogenetics by Fluorescent in situ hybridization (FISH) using different kind of probes mapped
on metaphases. Probes are made and labelled mainly through PCR, some of which are prepared through the analysis bioinformatics
data. Probes used can be whole chromosome paints or little fragments or just few genes. Furthermore, little sequences of DNA cloned
in vectors such as Bacterial artificial chromosomes (BAC) can be used as probes. At higher level of resolution chromosomes can be
studied through sequencing method which permits the reading of nucleotides sequences. Those Comparative genomics studies allows
the reconstruction of the ancestral genome for each main branching node of the tree of primates. This reconstruction allows on the
one hand the analysis of the relationship between species (phylogeny) and on the other, the evaluation of the steps that determined
the current shape of the human chromosomes starting from the ancestral karyotype of all primates. Comparative genomics have been
used to study especially eu-chromatin, the codifying region of genomes. More recently also the hetero-chromatin region, constitute of
repetitive region, much more difficult to analyze, is understudies in order to understand its role and function during primates
evolution.

Methods are: Cells cultures, metaphases banding, PCR and probes formation, FISH. Many international Laboratory are collaboration

as it possible to evince from publication.
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