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Positions and Employment

1975 -1985:
1986 -1987:

1987 - 2000:
2001 - Present:
2001 — 2008:
2013 - 2016:

Research associate, Institute of Genetics, University of Florence.
Visiting Scientist, Department of Microbiology, University of
Guelph, Canada.

Associate Professor of Microbial Genetics, University of Florence.
Full Professor of Genetics, University of Florence

President, Faculty of Biotechnology Degree, University of Florence
Director, Department of Biology, University of Florence

Other Experience and Professional Memberships

1980 — Present

1990 — 1992
1985 — Present

Member, SIMGBM (Italian Society for General Microbiology and
Microbial Biotechnology).

SIMGBM, Board of Directors

Member, AGI (Italian Society of Genetics);

1999 - 2001 and 2009 — 2012:

1998 — Present
2002 - Present
1999

1999 — Present
1999

2009 — Present
2009 — Present
2017

Research Fields:

AGI member of the Board of Directors,

Member, ISME (International Society of Microbial Ecology)
ISME “Ambassador”

President, 6th Symposium on Bacterial Genetics and Ecology —
BAGECO 6

Member, BAGECO Symposia Scientific committee.

Member of International Advisory Committee, 12th International
Congress on N2 Fixation (Iguacu, Brazil, September 1999)
Editor, Annals of Microbiology

Editor, BioMed Research International

Editor, Microbiome

- Molecular genetics and physiology of symbiotic nitrogen fixing bacteria; genetics and
genomics of Sinorhizobium.

- Molecular microbial ecology and evolution of soil bacteria.

- Population genetics of plants associated, rhizospheric and endophytic bacteria.

Author of more than 100 peer-reviewed publications
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